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centromere: DNA sequence 
localization 77(M) 
centromere proteins: kinetochore 
size maintenance 228(M) 
cephalization, evolutionary 
conservation 314 
Ceratopteris richardii, sex 
determining genes 309(M) 
Charcot—Marie—Tooth disease 
128, 434 
chemotaxis, bacterial 136 
chiasma formation 112(L), 
113(L), 114(L) 
cholesteryl ester transfer protein: 
in atherosclerosis 201 
cholinesterase deficiency due to 
Alu insertion 191 
chromosome 413(BR) 
evolution 34(BR) 
microdissection and cloning 
179(BR) 
pairing 308(M) 
circadian cycle 
clock gene, mouse 229(M) 
Drosophila 69 
Cladosporium fulvum, host 
resistance 117(M) 
CLN genes, S. cerevisiae 228(M) 
clock gene, mouse 229(M) 
Cochliobolus carbonum — 13 
colon cancer 164 
conjugation, bacterial 178(BR) 
COP1 gene, A. thaliana 2063(M) 
Coprinus cinereus: A mating-type 
factor 1 
corticotrophs 222 
cosmid DNA: electroporation into 
bacterial cells 5(TT) 
creA gene, A. nidulans 2 
Crigler—Najjar type 1, gene 
therapy 254 
cross-over, meiotic 112(L), 
113(L), 114(L) 
crumbs gene, Drosophila 278 
cryoconservation of Dunaliella 
3(TT) 
cyprinid fish, pseudogenes 
418(L) 
cytochrome oxidase (cox1) gene, 
yeast 6(M) 


cytogenetics 413(BR) 
cytomegalovirus: host resistance 


365 


cytoskeleton development, 
Drosophila 235, 309(M) 

cytotoxic T cells: viral resistance 
143, 422(M) 


D 
Darier’s disease 38 
deafness 428 
decapentaplegic (dpp) gene, 
Drosophila 20, 23, 372, 384 
Delta (DD gene, Drosophila 89 
differential methylation 
imprinting 6(M), 78(M), 118, 
196, 389(L) 
vertebrate somatic cells 398 
digoxigenin-labelled probes: in 
situ hybridization 73(TT), 
75(1T) 
direct selection 352 
dishevelled (dsh) gene, 
Drosophila 220 
diversity: archaebacteria 186 
DNA 
bending 97, 408 
isolation using polyester plug 
spin inserts 344(TT) 
localization of sequences for 
centromere function 77(M) 
strand segregation model 392 
transcription 417(L) 
DNA fingerprints 106(BR) 
paternity testing 204 
DNA methylation 
imprinting 6(M), 78(M), 118, 
196, 349(L), 389%L), 415 
X-chromosome inactivation 
233 
DNA replication 
yeast 227(M), 78(M) 
dosage compensation 230, 415 
Drosophila 117(M), 376 
doublesex (dsx) gene, Drosophila 
104, 186(M) 
Down’s syndrome 37 
Drosophila 299(BR) 
alcohol dehydrogenase (Adh) 
gene 109 
axis formation 89 
bicoid gene 383 
cell cycle developmental 
modification 321 
cell migration regulation 59 
cell signalling pathways 219 
cytoskeletal development 
235, 309(M) 
decapentaplegic (dpp) gene 
20, 23, 26, 372 
dosage compensation 
117(M), 376 
egg chamber development 
235 
engrailed gene 310, 384, 
399, 421(M) 


epithelial cell polarity control 
275 
eye development 44 
flamenco gene 421(M) 
gap gene expression 264(M), 
303 
gypsy retrotransposon 421(M) 
hedgehog protein 187 
homeotic genes 22, 310, 
351(M), 358 
homology in development 
261 
in situ hybridization of whole 
mount embryos 266(TT) 
jump response 303(L) 
limb development 187, 396 
morphogens 383 
myogenesis 396 
oogenesis 89 
P element 7, 60, 77(M), 101 
period (per) gene 69 
programmed cell death 
78(M), 227(M) 
protein phosphatase V 6(M) 
rho GTPases subfamily 436 
sex determination 186 
shaggy/zeste white 3 gene 
220, 383 
teashirt gene 351(M) 
telomere 77(M) 
transposable elements 7, 
77(M) 
trunk segmentation 351(M) 
wingless gene 23, 219, 310, 
383 

Dunaliella, cryoconservation 


3(TT) 


E 
ear morphogenesis, mammals 
428 
ecdysone: programmed cell 
death, Drosophila 78(M) 
ectromelia virus: host resistance 
3607 
electrophoresis 107(BR) 
pulsed field gel 115(TT) 
electroporation, cosmid DNA into 
bacterial cells 5(TT) 
elongation factor 
EF-Tu, ribosomal signalling 
a7 
P. anserina 71(L) 
embryogenesis 339(BR) 
A. thaliana 43(M), 84 
axis formation, Drosophila 
89 
cell cycle variation, Drosophila 
321 
cell migration regulation, 
Drosophila 59 
development of viscera, 
Drosophila 22 


inner ear development, 
mammals 428 
left-right axis formation, 
vertebrate 392 
LIM protein 315 
limb development, Drosophila 
187 
mammalian 181 
mouse 216(BR), 308(M), 
350(M) 
muscle development 
396 
Nedd-2 gene 350(M) 
oocyte development 
Drosophila 235 
patterning in C. elegans 49, 
123, 264(M) 
T gene, mouse 280 
trunk segmentation, 
Drosophila 351(M) 
Vgl protein role 371 
Wnt-3a gene, mouse 151(M), 
301 
zebrafish model 152 
endonuclease: recombination 
3060(L) 
engrailed (en) gene, Drosophila 
310, 384, 399, 421(M) 
Enterococcus hirae. copper- 
homeostasis genes 249 
epidermal growth factor 
lin genes, C. elegans 145 
receptor, Drosophila 
oogenesis 89 
epistasis 219 
epithelia: cell polarity, Drosophila 
275 
Escherichia coli 
antisense open reading frames 
350(M) 
chemotaxis 136 
mismatch repair 165 
pyelonephritis-associated pili 
phase variation 150(M) 
RNA polymerase 292 
translation initiation 402 
ethylene response pathway, A. 
thaliana 137 
eukaryote 
signal transduction 133, 
381(BR) 
transcription by RNA 
polymerases 292 
evolution 297(BR) 
agouti gene 423 
annexin supergene family 
241 
axial patterning gene 
conservation 310 
chromosome 34(BR) 
developmental 261 
protein introns 147 
transposable elements 7 


301, 


exo gene, Rhizobium 63 

exopolysaccharides, Rhizobium 
63 

eye development, Drosophila 
44, 391(M) 


F 

familial hypercholesterolemia: 
mouse model 202 

familial hypertrophic 
cardiomyopathy 302 

Far1 gene, S. cerevisiae 
391(M) 

fibroblast growth factor (FGF) 
receptor, mesoderm induction 
150(M), 371 

filamentous fungi 1 
vegetative incompatibility 
441 

flamenco gene, Drosophila 
421(M) 

fluorescein-labelled probes: 
in situ hybridization 73(TT), 

fluorescent in situ hybridization 
homologous chromosomes 
308(M) 
plant chromosome labelling 
205(TT) 

FMR-1 gene, role in psychiatric 
dieases 37 

follicle cell signalling, Drosophila 
oogenesis 90 

footprinting: nucleic acid-protein 
complexes 413(BR) 

forebrain: evolutionary 
conservation 310 

fragile X syndrome 37, 120 


fungi 
DNA isolation technique 
220(TT) 
filamentous 1, 441 


plant interactions 2 
reproduction 180(BR) 
vegetative incompatibility 
44] 

fusion protein 
induction and preparation 
from recombinant phages 
183(TT) 

fyn gene, mouse 77(M) 


G 

G1 phase 
Cdc28 kinase, yeast 
cde25A 422(M) 
cell cycle Drosophila 326 
regulation 150(M) 

GAL4 protein, telomeric silencing 
309(M) 

gap genes, Drosophila 264(M), 
303(L) 

GATA factors 1 


391(M) 


Gaucher disease, gene therapy 
255 

gene duplication 418(L) 

gene expression 
developmental evolution 261 
E. coli 150(M) 
gap gene, Drosophila 
264(M) 
green fluorescent protein 
marker 151(M) 

gene-for-gene interaction 
host-parasite genes 13 
host-pathogen 117(M), 
421(M) 

gene therapy 111, 259(BR) 
cancer 174 
HIV 139 
metabolic disorders 253 
myogenic cell use 301 
neurological disorders 210 

gene transcription 33(BR) 

genetic mosaicism 230 

genome evolution by Alu repeat 
variation 188 

genome imprinting 6(M), 78(M), 
118, 340(L), 347(L), 348(L), 
415 
terminology and definitions 
196, 38%L) 
X chromosome inactivation 
230, 415 

genome mapping 447(BR) 
human 108(BR) 
hybridization techniques 
79 
livestock 334 

germ cells 
differentiation 186(M) 
gene conversion 151(M) 
tumours 346(L), 347(L) 
X chromosome inactivation 
230 

GLABROUS1 (GL1) gene, 
Arabidopsis 117(M) 

glnA gene, Salmonella 42(M) 

gip-1 gene, C. elegans 204(M) 

Glucanex: preparation of YACs 
4(TT) 

goldfish: pseudogenes 418(L) 

goosecoid gene 181, 312 

green fluorescent protein: cell 
marker 151(M) 

Grieg cephalopolysyndactyly 
syndrome 430 

group I intron: mobility 
306(L) 

group II intron: transposition 
6(M) 

GTPases: rho subfamily 436 

gynogenetic development, 
zebrafish 153 

gypsy retrotransposon, 
Drosophila 421(M) 


H 

H-RAS gene, mouse 305(L) 

H19 gene: imprinting 6(M), 
78(M), 118, 196, 347(L), 
348(L), 415 

haemophilia B: Alu insertion in 
Factor IX 191 

head development 310 

heavy-metal transporter genes, 
human 246 

hedgehog gene, Drosophila 187, 
219, 261, 384 

Hensen’s node _ 181 

hereditary neuropathy with 
liability to pressure palsies 129 

hereditary non-polyposis 
colorectal carcinoma 164 

Herpes simplex virus 267 
gene therapy vector 174, 
213, 254 

het genes, fungi 441 

heterochronic genes, C. elegans 
123 

heterokaryosis, filamentous fungi 
441 

high-density lipoprotein: 
atherosclerosis prevention 
200 

high-mobility group (HMG) 
domain protein 94 

histidine kinase 133 

histone H4, acetylated: 
Drosophila dosage 
compensation 117(M), 376 

HIV see human 
immunodeficiency virus 

HLA-DM genes: antigen 
presentation 186 

hMSH2 gene, human 164 

homeosis 341 

homeotic (HOM-C) genes 342 
colinearity and functional 
hierarchy 358 
Drosophila viscera 22 
embryonic patterning 49, 351 
evolution 261, 310 
patterning, C. elegans 159 

homologous chromosome pairing 
308(M) 

homologous ligation: cloning 
method 420(TT) 

horizontal transfer of transposable 
elements 7 

host resistance 
fungal tomato pathogen 
117(M) 
infection 365 

Hox genes 261, 361, 418(L) 
deafness 429 
evolutionary conservation 310 
myogenesis 399 

human genetics 32(BR), 
215(BR), 446(BR) 


cancer 164, 174, 228(M) 
CDK41 gene 228(M) 
cell polarity 330 
Charcot—Marie-Tooth disease 
128, 434 
copper-transport disease 246 
deafness 428 
disease 107(BR), 365, 415 
DNA sequences for centromere 
function 77(M) 
gene therapy 111, 139, 174, 
253 
genome evolution by Alu 
repeat insertion 188 
Human Genome Programme 
108(BR) 
metabolic disorders 253 
neurological disorders: gene 
therapy 210 
ovarian trophoblast disease 
118 
psychiatric diseases 37 
RAS genes 305(L) 
human immunodeficiency virus 
(HIV) 
gene therapy 139 
MHC class I restricted 
cytotoxic T lymphocyte role 
422(M) 
Hunter syndrome 434 
Huntington’s disease 37, 210 
Hurler syndrome 434 
hybridization see also in situ 
hybridization 
allele-specific oligonucleotides 
184(TT) 
based selection 352 
genome mapping techniques 
79 


I 

Igf2 gene 
imprinting 6(M), 78(M), 118, 
196, 347(L), 348(L), 389(L), 
415 

imprinting 
genomic 6(M), 78(M), 118, 
340(L), 347(L), 348(L), 
415 
terminology and definitions 
194, 38%L) 

in situ hybridization see also 
hybridization 
non-isotopic 75(TT) 
plant chromosome labelling 
205(TT) 
whole mount embryos 
200(TT) 
zebrafish embryos 73(TT), 

incompatibility interaction 
host—parasite genes 13 
host-pathogen genes 117(M) 


inner ear morphogenetics 428 
insect baculovirus 390(M) 
insertion of Alu repeats 190 
insulin-like growth factor type 2 
receptor gene see Jgf2 
int2 gene, mammals 429 
inteins 3006(L) 
intracellular immunization: viral 
resistance 139 
intron 
all, yeast 6(M) 
group II, transposition 6(M) 
mobile group I 306(L) 
protein: evolution 147 
intron sliding: Alu insertions 191 
inv gene, vertebrates 392 
ISL1 gene, rat 315 


K 
kinetochore: size maintenance 
228(M) 


L 
labial dab) gene, Drosophila 22, 
384 
lactotrophs 222 
lacZ expression 117(M), 398 
latency-associated transcripts, 
Herpes simplex virus 213, 267 
left-right polarity, vertebrates 392 
ligation techniques 
homologous: cloning method 
420(TT) 
YACs 345(TT) 
LIM proteins 315 
limb development 
Drosophila 187 
myogenesis 301, 396 
regeneration: amphibia 169 
lin genes, C. elegans 123, 145, 
160, 315, 390(M) 
linkage maps 113(L), 114(L) 
livestock 334 
lipoproteins: atherosclerosis 199 
liposome-mediated gene transfer: 
cancer therapy 176 
listeriosis: host resistance 366 
low-density lipoproteins: 
atherosclerosis 200 
lymphoid enhancer-binding 
factor 94 


M 
mab-5 gene, C. elegans 160 
maize 
resistance to C. carbonum 
race 1 13 
Rough sheath 1 (Rs1) gene 
151(M) 
transposable elements 385 
major histocompatibility complex 
— class II see also MHC 
HLA-DM genes 186(M) 


host resistance genes, mouse 
305 
T cell antigen recognition 
264(M) 
malaria: host resistance 366 
male-specific lethal (msl) genes, 
Drosophila 376 
MAP kinase cascade 
C. elegans 145 
Ras dependent activation 44 
mapping 
genes 112(L), 113(L), 
114(L), 334, 447(BR) 
hybridization techniques 79 
Marfan syndrome 422 
mariner elements, Drosophila 7 
marker-assisted selection: genome 
map construction 334 
mating-type switching, S. pombe 
392 
matrix-associated region: reduced 
position effect in plants 187 
mec-3 gene, C. elegans 315 
meiosis 112(L), 113(L), 114(L) 
chromosome pairing 308(M) 
Menkes disease 246 
mer gene, Gram-negative bacteria 
248 
mesoderm formation 
induction by activin 150(M), 
391(M) 
nodal gene, mouse 308(M) 
T/Brachyury gene, mouse 280 
Vgl protein 371 
Wnt-3 gene, mouse 151(M), 
301 
Xenopus 283 
messenger RNA 
Alu sequences 188 
B-actin: localization 390(M) 
mammalian pre-mRNA, splice 
site 100 
maternal gip-1, C. elegans 
264(M) 
prokaryotic translation 
initiation 402 
stability 298(BR) 
metabolic disorders: gene therapy 
253 
methylation 
imprinting 6(M), 78(M), 118, 
197, 349(L), 389(L), 415 
in pap regulatory 150(M) 
vertebrate somatic cells 398 
X chromosome inactivation 
233 
MHC class | restricted cytotoxic 
T lymphocytes 422(M) 
microsatellite 
markers, genome map 
construction 3306 
sequence alteration in cancers 
164 


microwave treatment: bacterial 
clones 149(TT) 
minisatellite 
germline mutation 151(M) 
paternity testing 204 
mismatch repair: human cancer 
164 
mitochondrial transcription factor 
94 
Mlc1-CAT transgene, S. pombe 
392 
MNK gene, human 246 
molecular biology 216(BR) 
plant 215(BR) 
Moloney leukemia virus vector: 
gene therapy 254 
morphogens 383 
activin 150(M), 371, 391(M) 
motor protein: motility assays 
300(BR) 
mouse 
agouti gene 423 
apoptosis induction 
350(M) 
atherosclerosis model 199 
axis formation 392 
bcl-2 gene 6(M) 
c-Mos gene 351(M) 
circadian cycle 229(M) 
clock gene 229(M) 
embryology 216(BR) 
fyn gene 77(M) 
H19 gene 6(M), 78(M), 197 
host resistance model 3065 
Igf2 gene 6(M), 78(M), 197 
myogenesis 396 
nodal gene 308(M) 
organizer 181 
PCR analysis of rodless retina 
DNA _ 43(M) 
primitive streak formation 
308(M) 
sex reversal 187 
short-ear mutation 16 
spermiogenesis 263(M) 
STPK13 gene 77(M) 
suckling behaviour 77(M) 
Wnt-3a gene 151(M) 
mRNA see messenger RNA 
mpk-1 allele, C. elegans 146 
Mucor racemosus: translational 
integrity 71(L) 
multilocus probes: paternity 
testing 204 
multiple drug resistance type 1: 
cancer therapy 176 
murine leukemia virus: host 
resistance 3066 
muscular dystrophy 302 
mutation rate in minisatellite loci 
205 
Mycobacterium: protein introns 
147 


myoblast: heterogeneity 396 
myogenesis 301, 396 
myotonic dystrophy 37 


N 

Nedd-2 gene 350(M) 

neural differentiation 
LIM protein role 315 
notochord formation 280, 
301 

neurological disorders: gene 
therapy 210 

Neurospora crassa 1 
het loci 442 

neurotrophic growth factor: 
Alzheimer’s disease 211 

neutralism 109 

nitrogen regulatory protein 
42(M) 

nodal gene, mouse 308(M) 

Notch (N) gene, Drosophila 89 

notochord formation 301 
T gene, mouse 280 

nuclear polyhedrosis virus 
390(M) 

nucleoprotein complexes: HMG 
domain protein 94 


O 
Oct-1 POU protein domain: 

crystal structure 229(M) 
oligonucleotide hybridization: 

gene mapping 79 
oncogenes 

K-RAS 174 

species-specific differences 

305(L) 
oogenesis 

Drosophila 89, 235 

parthenogenetic development 

in mouse 351(M) 
open reading frames | 

antisense, S. cerevisiae 

350(M) 

RNA splicing 422(M) 
OPUS protein family 303(L) 
origin recognition complex, 

S.cerevisiae 78(M), 409 
orthodenticle (otd) gene, 

Drosophila 310 
osteogenesis imperfecta 434 
Otx gene, mouse 312 
ovarian trophoblast disease 118, 

340(L), 347(L), 348(L) 

P 
P element, Drosophila 7, 60, 

77(M) 

splicing 101 
p53 gene 174 

mutations in skin cancer 

187(M) 
pap pili, E. coli 150(M) 
parasite-plant interaction 12 


parental imprinting 6(M), 
78(M), 118, 197, 389(L), 415 

Parkinson’s disease: gene therapy 
prospects 211 

parthenogenesis: mouse Oocytes 
351(M) 

paternity testing 204 

patterning 
axial, evolutionary 
conservation 210 
embryonic, C. elegans 49, 
123, 159 
mesoderm induction 159(M), 
151(M), 280, 301, 308(M), 
391(M) 
morphogen 383 
mouse 151(M), 280, 301, 
308(M) 
vertebrate axis 392 
Vgl 371 

PAX-3 gene 
myogenesis 301 
Waardenburg syndrome 
type 1 430 

period (per) gene, Drosophila 
69, 110 

phage see bacteriophage 

phase switching, E. coli 

phenotypic suppression: 
homeotic genes 358 

phenylketonuria: gene therapy 
253 

phosphotyrosine phosphatases: 
signal transduction pathway 
54 

pituitary gland: differentiation 
control 222 

plants 
chromosome labelling by in 
situ hybridization 265(TT) 
crop germplasm conservation 
32(BR) 
development 215(BR) 
transposon tagging 385 
parasite interaction 12 
pathogen interaction 117(M), 
421(M) 
tetracycline-responsive gene 
expression 229(M) 
transgenic: reduced position 
effect 187 

plasmids: rescuing from dead 
bacteria 184(TT) 

PMP22 gene, human 434 

Podospora anserina 
all intron 6(M) 
hetloci 442 
translational integrity 71(L) 

pointed gene, Drosophila 
391(M) 

polarity 
cell, S. cerevisiae 328 
embryo, C. elegans 2064(M) 


150(M) 


epithelial cell, Drosophila 275 


vertebrate left-right axis 
392 
Polycomb genes, Drosophila 
264(M), 358 
polyester plug spin inserts, DNA 
isolation 344(TT) 
polygenic disorders: 
atherosclerosis 199 
polymerase chain reaction 
225(TT) 
allele-specific oligonucleotide 
hybridization standards 
184(TT) 
amplification of sperm DNA 
151(M) 
analysis of rodless retina DNA 
43(M) 
characterization of bacterial 
clones 149(TT) 
direct selection 352 
sequencing: preparing 
samples for loading 185(TT) 
use in paternity testing 207 
position-effect variation: 
reduction in transgenic plants 
187 
Prader-Willi syndrome 416 
pre-mRNA, splicing 100 
primates, evolution: Alu 
sequences 188 
primitive streak formation, mouse 
308(M) 
prion protein analogue, 
S. cerevisiae 309(M) 
programmed cell death see 
apoptosis 
prokaryotes 338(BR) 
recombination pathway 
307(L) 
signal transduction 133, 
381(BR) 
transcription 292 
translation 402 
protein evolution: Alu sequences 
188 
protein histidine kinases 133 
protein intron: evolution 147 
protein kinase C 228(M) 
protein phosphatase V, 
Drosophila ©6(M) 
protein tyrosine phosphatases 
54 
protein—protein interaction 
RAP1 protein 408 
two-hybrid system 286 
protooncogene 
bcl-2 gene 6(M) 
c-Mos gene 351(M) 
Wntl gene 219 
pseudogenes in tetraploid species 
418(L) 
psychiatric diseases 37 


pulsed field gel electrophoresis 
115(TT) 

pyelonephritis-associated pili 
phase variation, E. coli 


150(M) 
R 
RADY, yeast 43(M) 
RAP1 protein, yeast 408 
Ras protein 


Drosophila oogenesis 92 
gene mutation 305{L) 
growth regulation 44 
signalling pathway 145, 219 

reaper (rpr) gene, Drosophila 
227(M) 

recA gene, Mycobacterium 147 

receptor tyrosine kinase 
cell migration regulation 59 
sevenless 391(M) 
signal transduction 145, 
390(M) 

recombinant bacterial clones: 
characterization 149(TT) 

recombination 112(L), 113(L), 
114(L), 259(BR) 
double-stranded break repair 
307(L) 
sequences from tandemly 
repeated genes 42(M) 

replication origin activation, yeast 
227(M) 

retinoblastoma gene 305(L) 

retinoic acid receptors: amphibian 
limb 170 

retroposition of Alu repeats 188 

retroviral vectors: gene therapy 
176, 214, 254 

reverse splicing, group II introns, 
yeast 6(M) 

reverse transcriptase: inhibitor 
screening technique 388(TT) 

rhabdomyosarcoma: H19 gene 
415 

Rhizobium 
chemotaxis 137 
exopolysaccharides 63 

rho GTPase subfamily 436 

rhomboid protein, Drosophila 
92 

ribosomal RNA, archaebacteria 
186(M) 

RNA polymerases 292 

RNA splicing: open reading frame 
maintenance 422(M) 

rodless retina mutation, mouse 
43(M) 

root formation, A. thaliana 84 

Rough sheath 1 (Rs1) gene, maize 
151(M) 

RPS2 gene, A. thaliana 421(M) 

rRNA see ribosomal RNA 

rum1 gene, S. pombe 150(M) 


S 
Saccharomyces cerevisiae 1 
antisense open reading frames 
350(M) 
cell cycle 228(M) 
cell polarity 328, 394 
histidine kinase 137 
homeodomain proteins 421(M) 
mating-type switching 421(M) 
mismatch repair genes 164 
pheromone response, 
signalling system 44 
prion protein analogue 
309(M) 
RAP1 protein 408 
rho GTPase subfamily 436 
SIT4 gene 6(M) 
tandemly repeated genes 
42(M) 
telomeric silencing 309(M), 
408 
transcriptional silencing 
78(M), 408 
translational integrity 71(L) 
Sall-compatible cloning, YACs 
345(TT) 
Salmonella, glnA expression 
42(M) 
saturation mutagenesis, zebrafish 
154 
schizophrenia 37 
Schizosaccharomyces pombe 
cde2 protein kinase 422(M) 
cell polarity 330 
G1 phase 150(M) 
genome mapping 80 
pheromone response 44 
strand segregation model 
392 
selection of tRNA: molecular 
mechanism 27 
selectionism 109 
senescence: species-specific 
differences 305(L) 
sequencing 
genome, hybridization 
techniques 79 
preparing samples for gel 
loading 185(TT) 
sevenless receptor tyrosine kinase 
391(M) 
sex determination 
Ceratopteris 308(L) 
Drosophila 186(M) 
mammalian 297(BR) 
signalling pathway 219 
Sry locus, mouse 187(M) 
Sex-lethal (Sx) gene, Drosophila 
376 
sex reversal: mouse 187(M) 
SH2 domain: phosphotyrosine 
phosphatases 54 
shaggy/zeste white 3 (sgg) gene, 


Drosophila 220, 383 
shoot apical meristem , A. 
thaliana 43(M) 
signal transduction 145, 381(BR) 
bone morphogenetic proteins 
16 
cell communication pathway 
219 
fibroblast growth factor (FGF) 
150(M) 
oogenesis, Drosophila 89 
phosphotyrosine phosphatases 
54 
protein kinase 133 
Ras proteins 44, 145 
receptor tyrosine kinase 59, 
390(M ) 
regulation of B-actin mRNA 
390(M) 
rho GTPases 436 
sevenless receptor tyrosine 
kinase 391(M) 
wingless gene 383 
single locus probes: paternity 
testing 205 
single-strand conformation 
polymorphism 225(TT) 
SIT4 gene, S. cerevisiae 
skeletal morphogenesis: bone 
morphogenetic protein 16 
skin cancer: p53 mutation 187 
Sly syndrome: gene therapy 255 
somatotrophs 222 
somite formation 151(M), 301 
Sox proteins 95 
Spemann’s Organizer 181, 316, 
371 
spermiogenesis: mouse 263(M) 
splicing 
intronic Alu sequences 188 
mammalian pre-mRNA 100, 
422(M) 
protein intron 147 
reverse, yeast group II intron 
6 (M) 
SR proteins 103 
SRY sex determination factor 94, 
187(M) 
stardust gene, Drosophila 278 
Stickler syndrome 434 
STPK13 gene, mouse 77(M) 
strand segregation model 392 
succinoglycan, Rhizobium 63 
suckling behaviour, mouse 
77(M) 
sur-1 allele, C. elegans 146 
symbiosis, Rhizobium-—legume 
root nodule 65 
Syp gene 54 


T 
T cell, antigen recognition 
264(M) 


T/Brachyury gene, mouse 280 
tailbud formation, mouse 
151(M) 
teashirt gene, Drosophila 
351(M) 
telomere 
integrity, yeast 43(M) 
silencing, S. cerevisiae 
309(M) 
structure regulation by RAP 1 
protein 408 
temporal patterning, C. elegans 
123 
tetracycline-responsive (Te?) gene, 
plants 229(M) 
tetraploid pseudogene occurence 
418(L) 
thymidine kinase gene, Herpes 
simplex virus 175 
thymidine nucleotide overhang 
vectors: ligation 225(TT) 
thyrotrophs 222 
tobacco mosaic virus: plant 
resistance genes 421(M) 
Tourette’s syndrome 37 
transcription 33(BR), 417(L) 
activation 42(M) 
regulation by RAP1 protein 
408 
RNA polymerases 292 
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